perioperative outcomes were similar according to presence/absence of erectile dysfunction. Patients with erectile dysfunction were a significant increase in latency of pudendal nerve SSEP (19.4 vs 16.9 ms, p¼0.001). Patients with postoperative incontinence (PPI) were a significant increase in latency of pudendal nerve SSEP (19.5 vs 17.9 ms, p¼0.014).
INTRODUCTION AND OBJECTIVES: Most prostate cancers are adenocarcinomas and their pathologic diagnosis is highly associated with the prognosis. Big data based artificial intelligence (AI) now is going to become a hot topic in many areas of our daily life. AI and deep neural networks may play a major role in medical fields. In this study, we explored the application of AI in prostate pathology diagnosis, leading to a rapid, exact and high-efficiency technique.
METHODS: Histopathological whole mount (WM) sections of prostate after robot-assisted laparoscopic radical prostatectomy were used for machine learning. The pathology of prostate was evaluated according to 2014 International Society of Urological Pathology grading systems of prostate cancer. Since there were tumor grade heterogeneity within and between tumors, we identify the regions of different tumor grade levels at the WM sections (Fig.1) . Grade 1 (Gleason Score 3þ3) and 2 (Gleason Score 3þ4) were defined as the low grade group, Grade 3 (Gleason Score 4þ3) and 4 (Gleason Score ¼8) as the median grade group, Grade 5 (Gleason Score 9 or 10) as the high grade group. After deep machine learning with a certain amount of analyzed pathologic images, blank pathological sections were diagnosed with AI and compared with pathologist's results.
RESULTS: 283 patients containing 918 pieces of WM sections were analyzed by AI for machine learning. 10 pieces of WM sections from 10 patients were tested to evaluate the AI's diagnosis effect. The accuracy rate is 99.38% to identify if the section contains cancer. Additionally, The pathologic diagnosis with the grade between AI and the pathologist were investigated. In our tested sections, AI's diagnosis was similar to the pathologist's (Fig.2) .
CONCLUSIONS: According to our initial results, AI could replace pathologists to some extend in prostate cancer pathology diagnosis. AI will provided a more rapid, accurate and effective technique in medical area with the development of technology.
Source of Funding: None

MP70-05 PELVIC DENERVATION INDUCES PROSTATE METAPLASIA BUT DOES NOT AFFECT ADRENERGIC NOR PROLACTIN RECEPTORS OF POSGANGLIONIC PELVIC NEURONS OF RATS
Alejandro Mateos*, Fausto Rojas, Gonzalo E. Aranda, Deissy Herrera, Maria C. Aguirre, Veracruz, Mexico; Yolanda Cruz Gomez, Tlaxcala, Mexico; Maria E. Hernandez, Veracruz, Mexico INTRODUCTION AND OBJECTIVES: The prostate gland is under hormonal and neural regulation. Androgens and prolactin (PRL) affect the morphology and function of the prostate. On the other hand, dysfunction of the pelvic autonomic innervation and prolactin modulation seems to be involved in prostate cancer. The aim of the present study was to assess the effect of denervation of the major pelvic ganglion (MPG) on the MPG posganglionic neurons and prostate morphology, as well as on the expression of androgen, prolactin, and adrenergic receptors.
METHODS: Sexually experienced male Wistar rats, 3 months old, were assigned to a sham (SH) 
INTRODUCTION AND OBJECTIVES:
Metastasis is a complex cascade that involves both intravasation of tumor cells into systemic circulation and extravasation into the target metastatic site. Although visualizing tumor cell motility in vivo has been established, the underlying mechanisms of tumor cell metastasis remain largely unknown. In this study, we developed an in vitro model for recapitulating an in vivo microenvironment to observe prostate carcinoma cell metastasis.
METHODS: To allow for high resolution and real-time imaging of tumor intravasation, we developed a micro-metastatic model by constructing a microfluidic polydimethylsiloxane (PDMS) device to mimic a primary tumor site and a metastatic site with an interconnecting vascular-type loop in three-dimensions. We also developed a macromodel device for creating a primary tumor site and metastatic sites. The primary tumor and metastatic sites were connected with vessel-mimicking tubing which was coated with type I collagen. Cell culture media was circulated between the primary and metastatic sites using a peristaltic pump. Prostate carcinoma cells (PC3/luc) were labeled with Cell Trackerâ and seeded into primary tumor site containing biomimetic collagen extracellular matrix within a microfluidic device or 6-well tissue culture plate. Bone stromal cells (HS-5) were seeded into metastatic microenvironment site.
RESULTS: We observed in both devices intravasation and circulation of the tumor cells using fluorescent microscope and plate reader. In addition, we found tumor cells at the metastatic site in the macromodel.
CONCLUSIONS: In summary, we have developed several model systems that mimic key steps of the metastatic cascade including intravasation and the accompanying presence of circulating tumor cells, followed by extravasation and the accompanying presence of disseminated tumor cells. Such systems will allow both exploration of mechanisms of metastasis and development of novel biologic assays for discovery of new therapeutics.
Source of Funding: None
MP70-07 IDENTIFYING OF PROSTATE CANCER CELL-SPECIFIC INTERNALIZING APTAMERS AND ENGINEERING OF APTAMER-TARGETED NANOPARTICLES FOR PROSTATE CANCER THERAPY
Changwei Ji*, Hongqian Guo, Nanjing, China, People's Republic of INTRODUCTION AND OBJECTIVES: To isolate cell-specific internalizing aptamers (Apt) against prostate cancer cells and evaluating their efficiency in vitro and in vivo. Engineering aptamer-targeted nanoparticles for prostate cancer therapy.
METHODS: Cell-uptake selection: Incubating prostate normal cells in the 2'-OMe-RNA pools (counter-selection), washing and collecting the unbound RNAs and presenting them to PCa cells for cellspecific binding and uptaking. Extracting the RNAs which bind to PCa cells (cell-uptake selection) and amplifying them via rtPCR. The rtPCR products were then transcribed into 2'-OMe-RNAs for the next round of selection and sequenced for Apt indentification in the last round selection. Encapsulating docetaxel (Dtxl) in Apt-targeted NPs (PLGA-PEG-Apt-Dtxl) via single emulsion method. The drug loading efficacy and payload releasing profile of the NPs were analysised in vitro. PC3 cells were planted subcutaneously on SCID mice to establish the prostate cancer model. PLGA-PEG-Apt-Dtxl were applied to the SCID mouse to evaluate the therapy efficiency of the Apt-targeted NPs.
RESULTS: Three Apts were isolated through cell-uptake selection: XEO2 and XEO9 can specificly bind to PC3 cells, and XEO6 can specificly bind to LNCaP cells. XEO2 was further trunked and modified into XEO2 mini, which with a smaller size (32 bp) and keep the targeting properties. The size of PLGA-PEG-Apt NPs was around 180 nm and the zeta potential is around -20 mV. The Dtxl loading efficacy of PLGA-PEG nanoparticles was 14.76% and the drug loading efficiency can be up to 73.8%. In vitro and in vivo experiments demonstrated that XEO2 mini targeted NPs can specificly bind to PC3 cells and better therapy efficiency was observed in SCID mice PCa models in compare with non targeted NPs or Dtxl only (Figure 1) .
CONCLUSIONS: A group of Apts which can specifically target to PCa cells have been generated by a simple cell-uptake selection progress. Cell-uptake selection can be done without prior knowledge of target molecules and can be applied in a wide variety of onlogic diseases. A PLGA-PEG-Apt-Dtxl targeted NP platform has been developed and demonstrated enhanced therapeutic efficacy in prostate cancer.
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